Fig. S1. Shade avoidance response in Arabidopsis thaliana seedlings. Hypocotyl length (A)
and cotyledon area (B) in high and low R:FR. Col-0 seedlings were grown on horizontal plates in high R:FR for the first 3 d and subsequently divided over high and low R:FR for another 4 d of growth. Data are represented as standard boxplot representing median and interquartile (IQR) range between the 25th and 75th percentiles. Whiskers extend to 1.5-fold the IQR, dots represent data points outside 1.5-fold IQR. Hypocotyls and cotyledons were dissected and scanned for measurements after 7 d of growth. Asterisks indicate significant difference, n = 30. Significance codes: '*' 0.05 > p > 0.01, '**' 0.01 > p > 0.001, '***' p < 0.001. (C) Metabolic pathway enrichment analysis on genes differentially regulated in cotyledons and hypocotyls of 5-d-old Arabidopsis seedlings after 3 h of low R:FR, using the PlantCyc tool. =, no significant enrichment; down, pathway significantly downregulated. 
